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ABSTRACT

the current individuals, at each change the problem is not
solved form scratch, but knowledge regarding the previous
search space is actually used in order to find the new optimum. Whether such knowledge is useful depends on the nature of the change [13]. In many real-world applications such
changes are smooth and respond to physical laws (consider
e.g. the case of visual-based object tracking applications).
In such cases, accumulating information on past can be effectively used in order do direct the search for the current
optimum.
In the recent years there has been a growing interest in
dynamic and time varying problems. Most of the work on
such problems is aimed at studying techniques that maintain a suitable degree of population diversity, either when
a change is detected or continuously throughout the run, in
order to guarantee an adequate level of exploration and to
avoid the algorithm to concentrate on the current optimum.
As several authors have pointed out, an excessive convergence would make the algorithm miss important changes in
the environment, while a spread-out population can adapt to
changes more easily. The literature on dynamic optimization
has focused on dealing with the changing environment by
means of dynamic parameters control and specialized adaptive operators, (multi)population control and memory-based
approaches.
Examples of the first approach are parameters control [2],
[4], and specialized adaptive operators [11], also making use
of local search techniques [19] or information theoretic based
methods [1]. The latter try to get an insight of the problem identifying relevant substructures and exploit them to
respond to changes in the environment. In [20] three different self-adaptive mutation operators are compared on a
two-dimensional dynamic problem.
Population control methods include random migrations
[12], multi-populations approaches [9] and niching [10], and
are aimed at ensuring a sufficient population diversity that
allow the discovery of new optima (or promising regions) in
the case there is a change in the environment.
Memory-based approaches [7] are aimed at keeping track
of good (partial) solutions in order to re-use them in periodically changing environments. A case-based reasoning
approach has been proposed by [17] in order to recognize
environments and, in case of change, reuse individuals that
have proven to be successful in similar environments. Another memory-based approach is presented in [15], inspired
by thermodynamical principles.
Exhaustive reviews and bibliography on dynamic optimization problems can be found in [1], [8] and [13].

The dynamic optimization problem concerns finding an optimum in a changing environment. In the tracking problem,
the optimizer should be able to follow the optimum’s changes
over time. In this paper we present two adaptive mutation operators designed to improve the following of a timechanging optimum, under the assumption that the changes
follow a non-random law. Such law can be estimated in
order to improve the optimum tracking capabilities of the
algorithm. For experimental assessment, a (1,λ) evolution
strategy has been applied to a dynamic version of the sphere
problem.

Categories and Subject Descriptors
I.2 [Computing Methodologies]: Artificial Intelligence;
I.2.8 [Problem Solving, Control Methods, and Search]:
Heuristic methods

General Terms
Algorithms

Keywords
Evolution strategies, dynamic optimization, tracking problem, time-varying fitness function.

1.

INTRODUCTION

Real-world applications must often face a highly noisy and
changing environment. Evolutionary Algorithms (EAs) are
known to be well suited for dealing with noisy input information, and can cope with a changing environment, since the
search is performed by constantly (at each new generation)
producing new candidate solutions. Thus, they inherently
consider time: newly generated individuals can be subject to
time-changing constraints and/or evaluated and selected according to a time-varying fitness function. Since new candidate solutions are generated using information coming from
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The approach presented in this work belongs to the category of specialized adaptive operators, and is based on
the consideration that in many real-world applications the
changes are not random and are governed by a determined
dynamic system, and can therefore be learnt. Such information can be provided to the EA in order to improve its
tracking capabilities. Distinguishing characteristic of our
evolution strategy is that the dynamical law is learnt explicitly by an ad-hoc external mechanism, which is then used to
predict future states of the dynamic system. Predictions are
incorporated into the EA by means of two mutation operators. Once predictions have sufficiently refined, individuals
that are close to the estimated future position can be generated in order to help the algorithm to keep up with the
moving optima, anticipating its movement. In fact, such
individuals will be generated slightly ahead of the position
at current time, and are thus expected to be closer to the
new optimum’s position. This has the further advantage to
prevent the generation of individuals that are closer to the
optimum, but behind it w.r.t. the direction of movement.
Such individuals could in fact be optimal at current time,
but sub-optimal in the near future.

is affected by uncertainty, since from the time the individual has been evaluated, the function might have changed.
An additional parameter, computed using a Kalman-based
mechanism on the basis of past fitness evaluations, is added
to each individual of the population, encoding the uncertainty associated to its fitness. Such mechanism provides a
mean to acquire knowledge regarding the changing environment, and it is used in order to determine the proportion of
new individuals to be generated and whether an individual
should be reevaluated. The main difference with our approach is that while [18] applies filtering to the fitness of the
individuals, we apply filtering to individual genes, in order
to gather information on their dynamics, and try to exploit
such information to deduce the underlying law ruling their
changes. Then, forecasts can be made based on the deduced
law in order to direct the search towards promising regions.
The rest of the paper is organized as follows: in the following section we introduce the motion estimation technique
adopted. Then, Section 3 describes the mutation operators proposed that incorporate the prediction. Section 4
describes the (µ/µ, λ)-ES and the cumulative step length
adaptation mechanism. Sections 5 and 6 describe the sphere
model used to test the proposed evolutionary strategy and
the experiments performed. Section 7 concludes the paper.

Related work
A recent paper [6] theoretically discusses time-linkage, i.e.
the fact that decisions that are made at a certain time t on
the basis of maximizing a certain score, may influence the
maximum score that can be obtained in the future. In order
to avoid sub-optimal states caused by missing information
about the future, the authors propose the use of learning
techniques to predict it and help the global optimization
problem, and demonstrate the goodness of their approach
on two mathematical problems. In a similar way, we propose the use of a learning mechanism capable of providing
predictions on the future state of a dynamic system. However, the goals pursued by the prediction in time-linkage
and in optimum tracking are different. Under time-linkage
the meaning of optimality is only well defined over a timeinterval. Because optimization over a future time-interval is
needed, prediction is required. In our case there is no timelinkage. The focus is on tracking the optimum as it moves
over time, and the prediction mechanism serves to predict
where the optimum is moving to. In this way the difference
between the actual optimum and the one found by the EA
is smaller. Therefore, the number of evaluations needed to
find an good optimum for the current time is lower.
In [3], an analysis of a (µ/µ, λ)-ES with cumulative step
length adaptation [16] is presented. The evolution strategy
presented therein also relies on a mechanism for accumulating information on the search process, and to control the
mutation parameter according to the accumulated information. The (µ/µ, λ) evolution strategy is popular due to its
proven good performances and mathematical understanding. A brief description of such strategy will be provided in
Section 5. We will use this evolution strategy for comparison
with our approach.
The learning technique we propose is based on the powerful mechanism of Kalman filters [14].
In [18] the use of a fitness-filtering technique based on an
extended Kalman filter is proposed in order to improve the
tracking capabilities of a Genetic Algorithm. The Kalmanextended Genetic Algorithm is based on the consideration
that in a dynamic environment the fitness of an individual

2.

ESTIMATING MOTION

Consider an EA where candidate solutions are real-valued
arrays. Such individuals, as well as the optimum solution,
represent a point on the n-dimensional search space, whose
position change over time. The state of a candidate solution
at time t is the conjunction of its position and velocity, i.e.
the rate at which its position changes. The state of the
optimum is approximated by the state of the current best
solution provided by the EA.
The state of the optimum is governed by a dynamical system. In general, the state of a system can only be partially
observed. In our case, the observable part of the state is
given by the EA, which provides an approximate position of
the solution. The whole current state can be estimated with
the current observable part and by considering the sequence
of the previous states, taking into account that they can be
affected by noise.
A powerful technique that performs such an estimation is
the Kalman filter [14]. The Kalman filter is a set of mathematical equations that provides an efficient computational
way to estimate the state of a dynamic system, given a sequence of noisy observations and a model of the system (dynamic law), and it is widely used in control systems engineering and tracking applications. The Kalman filter is a
recursive estimator, which means that only the estimated
state from the previous time step and the current measurement are needed to compute the estimate for the current
state. Kalman filters also provide an estimation of the future state of a system and a measure of the goodness of the
estimation: the model is used to predict which will be the
new state of the system, and then this is corrected with the
observation of the real state in order to give a more accurate estimation. Although in this work we will focus on first
order models (constant velocity, see Section 5), the idea can
be extended to more complex motion laws.
Throughout the run, the ES provides to the Kalman filter
a series of observations of the state of the system (corre-
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sponding to the best individual in generation 0 . . . t − 1).
Using a model of the motion law, the filter adapts its estimation of the velocities in order to match the observed positions, and after a sufficient number of iterations, is able to
provide an estimation of state of the of the system at time t,
i.e. an estimation of the position and velocity vectors p̂t , v̂t .
Moreover, it provides an estimation of their precision, in
terms of variances (σ̂tp )2 , (σ̂tv )2 .
We are interested in the values p̂t and σ̂tp , that give an
indication of where the next optimum will most likely be,
and a measure of how much confident is the filter in its
prediction. In the following, we will refer to such values as
the prediction and its accuracy.

applications. The final step is to obtain an a posteriori error
covariance estimate Pt . Note how the corrected values for xt
and Pt will be used in the next time step to predict the new
state and its error, hence the model actually incorporates
the information coming from the measurement to correct its
predictions and adapt to the measurements.
In our case, xt = [pt , vt ]T , and a first order model can be
written as
xt = Axt−1 ,

»

In
0

∆t · In
In

–

(2)

In being the n × n identity matrix, ∆t = 1 and there is no
control input, i.e. C = [0].
The computational cost of the Kalman predictor is essentially due to matrix algebra and a matrix inversion, which
has a polynomial computational cost.
The main disadvantage of filters is the need of off-line setting of initial noise (co)variances for optimal performances.
In this work we used fixed pre-calculated values, estimated
during early testing of the algorithm.

2.1 The Kalman filter
In the following, a brief description of the Kalman filters
is presented.
The Kalman filter estimates a system by using a feedback
control: the filter estimates the process state, and then obtains feedback in the form of (noisy) measurements. The
kind of dynamical system considered by Kalman filters is
the following;
xt = Axt−1 + Cut−1 + wt−1 ,
zt = Hxt + vt .

A=

(1)

3.

where xt ∈ IRn is the state of the system at time t, A is the
state transition model (n × n matrix) and C is an optional
control input model. The value zt ∈ IRm is the observation
of the system (measurement) at time t and H ∈ IRm×n
is the model thay relates the measurement to the state,
since not necessarily all variables of the state are being observed: in our case we only measure position, while the state
also contains velocities. The quantities w and v are random variables that represent the process and measurement
noise, and are assumed to have a Gaussian distribution with
covariance matrices Q ∈ IRn and R ∈ IRm , respectively
(p(w) ∼ N (0, Q), p(v) ∼ N (0, R)).
The model provides an a priori estimation of the new
state x−
t . The new state is computed correcting the a priori
estimation with the real observation zt through the Kalman
gain matrix Kt ∈ IRn×m according to the formula:

INCORPORATING MOTION
INFORMATION TO THE EA

The information provided by the estimator can be used in
order to bias the exploration, directing it towards the region
where the new optimum will most likely be, according to the
prediction. The technique proposed in this work consists in
the design two new mutation operators.
A mutation operator modifies one or more genes of a selected individual. Such modification can be done by ignoring
the previous value (new random gene value), or performing
some operation on the original value of the gene (perturbation), the simplest operation being adding or subtracting a
small random quantity to the gene. Instead of using random quantities, the predicted values can be used to mutate
existing individuals. In the first case, the new random gene
will be generated directly in the region indicated by the prediction, while in the second the perturbation will be biased
in the direction of the prediction (cf. Fig. 1). In this way,
the mutation operator adapts to the changing environment
thanks to the hints provided by the motion estimation mechanism.

−
x̂t = x−
t + Kt (zt − Hxt )

The gain matrix is computed recursively and balances the
two terms x−
t and zt according to their respective covariance.
To begin to work, the filter needs an initial state x0 , an
initial error covariance matrix P0 , usually set to a default
value, and the matrices Q and R, usually measured during
the early testing of the system.
Then, the filter loops through a series of steps. The first
step is to generate the a priori estimate using the model and
to calculate the a priori error covariance Pt− . The a priori
estimation and the a priori covariance provide the values we
refer to as the prediction and its accuracy throughout the
paper.
Then, the measurement update phase takes place, first
computing the Kalman gain Kt . The matrix Kt is computed in such a way that minimizes the a posteriori error
covariance Pt . The next step is to actually measure the process (obtain the observation zt , in our case corresponding
to the best individual at time t), and then to generate an a
posteriori state estimate xt by incorporating the measurement, which is the estimation usually employed in practical

3.1 The Kmut-N and Kmut-P operators
Let s be the chromosome selected for mutation and s0
the chromosome after mutation. Given that all the genes of
the optimum can change at each generation, the proposed
operators act on all the genes i = 1 . . . n, n being the number
of genes (chromosome length).
Let p̂ and σ̂ be the predicted position and its accuracy.

The Kmut-N mutation operator
The Kmut-N operator sets the value of the genes ignoring
their previous values. If the prediction was fully trusted, one
could let s0i = p̂i , and the new value of the ith gene would
equal to the predicted one. However, since predictions are
not perfect, a better strategy is to generate a value in the
neighborhood of the prediction. Since the accuracy value
provide a measure of the confidence of the prediction, it can
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could simply compute the new optimum. However, the uncertainty regarding both the current and the sequence of the
previous optima makes such option unfeasible.
In general, we do not know when the EA found a satisfactory optimum and tracking should begin. Moreover, the
estimator needs time to adjust, and when it can be trusted
is also an issue that must be dealt with. The selection mechanism of the EA can be used to cope with these issues. The
estimator can be started at the same time as the EA, providing almost useless predictions, and the individuals generated using them will most likely be sub-optimal and be
discarded by the selection mechanism of the EA. While the
EA evolves, the sequence of optima becomes more coherent, reflecting the fact that the algorithm got close to the
optimum and began to follow it. Then, the predictions of
the estimator will refine, and individuals incorporating them
will take advantage of the information they carry.
Noise can heavily affect the outcome of the EA, making
observations unreliable. Although estimators like Kalman
filter are very good in dealing with noisy information, we do
not want to fully rely on them. Moreover, the model used
by the filter can be approximate. Thus, the estimator constantly needs real observations in order to adapt to the real
motion laws. Also, without constant update the estimator
would not detect changes in the trajectory of the moving
optima: the estimator needs new observations to keep refining.
Finally, better solutions must be constantly looked for,
as the algorithm could be following optimum. Even in the
tracking phase, there could be better solutions than the current EA’s best individual, close to it or in unexplored regions. Then, the algorithm has to be given the capacity to
reach them, and not just focus on the current optimum. In
other words, while the estimator is helping in the exploitation task, a suitable degree of exploration must be ensured.
This can be only provided by the EA, that is also indispensable in the case the moving is lost. In fact, the EA
can get stuck and not successfully follow the optimum, because of noise in the input data, or to a change of motion
of the optimum not captured by the estimator’s model. If
this happens, the algorithm must be able to recover tracking, and this can be achieved only by the EA’s exploration
capabilities.

^
ri · !
i

^p
i

si

r i · !^ i

si

bias

^p
i

Figure 1: New random gene and perturbation. The
index i refers to the i − th gene of the individual, and
the time subscripts are dropped.
be used to compute the range of such neighborhood (see
Figure 1, top):
s0i = N (p̂i , ri · σ̂i )

(3)

ri > 0 being a parameter that acts on the size of the range,
and that can be either fixed at design time or controlled at
run time according to some heuristic rule. In this way, the
more accurate is the prediction, the closer to it the values
will be generated.

The Kmut-P mutation operator
The Kmut-P mutation is a perturbation operator. A common perturbation strategy is the Gaussian perturbation centered in 0 and with a certain standard deviation ri , N (0, ri ).
In our case, the perturbation is desired to generate values
that take s0i close to the estimation p̂i , depending on the
accuracy σ̂i , and that are in a range also depending of the
accuracy. The perturbation strategy that we consider in this
work is
s0i = si + pert(ri , pˆi , σ̂i )
pert(ri , pˆi , σ̂i ) =

»

(4)

–
1
· (pˆi − si ) + N (0, ri · σ̂i )
1 + σ̂i

4.

THE (µ/µ, λ)-ES WITH CSLA
The (µ/µ, λ) evolution strategy consists in repeatedly updating a search point x ∈ IR that is the centroid of the
population of candidate solutions, using the following steps:

where the first term is a direction bias (Fig. 1, bottom),
that gives the amount of shift we want to give to the perturbation, in the direction of the prediction. Bad prediction
accuracy produces a low bias: if the prediction is considered
not good, it must not be taken too much into consideration. The second term determines the perturbation range,
making it bigger or smaller according to the accuracy of the
prediction. As for the Kmut-N operator, the parameter ri
controls the range of the perturbation.

3.2

1. Generate λ offspring candidate solutions
yi = x + σzi , i = 1, . . . , λ
where the quantity σ > 0 is referred to as the mutation
strength that determines the step length, and the zi are
vectors consisting of n independent, standard normally
distributed components, referred to as the mutation
vectors;

Discussion

In principle, when the optimum has been found by the
Evolutionary Algorithm, and a sufficient number of tracking
steps have been performed to let the estimator get enough
information on the dynamics, one could let the estimator
follow it, and stop the EA. In fact, if the current optimum
and the motion estimation were perfectly determined, one

2. Determine the objective function values of the offspring
candidate solutions and compute the average hzi of the
vectors zi corresponding to the µ best offspring. Vector hzi is referred to as the progress vector;
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0.18

3. Update the search point according to
x ← x + σhzi.

0.16

Average distance

The notation µ/µ indicates that all µ parents participate
in the in the creation of every offspring candidate solution
(see [5] for a formal definition). The mutation strength is
adapted at each step using the cumulative step length adaptation algorithm (CSLA) [16]:
1. Update s according to

0

The dynamic sphere model
The sphere model is the set of all functions f : IRn → IR
with
f (x) = g(||x∗ − x||)

where x∗ ∈ IRn is the (moving) optimum, and g : IR → IR
is a strictly monotonic function of the Euclidean distance
d = ||x∗ − x|| of a candidate solution x from the target solution x∗ . In our experiments, the function g is the identity
function (i.e. the fitness of an individual is the euclidean
distance from the target).
The motion model used for the experiments is the following [3]:
+ δv

40
60
Generation

80

100

changed since it was evaluated. Three evolution strategies
have been compared, two adopting a (1,λ) evolution strategy with the Kmut-N and Kmut-P mutation operators, and
one adopting a (1/1, λ) evolution strategy with cumulative
step length adaptation algorithm.
For simplicity, the Kalman filter used in the experiments
is one-dimensional. In fact, since all genes of the target optimum are modified by multiplying the same value (target
speed) by the corresponding component of the vector v, in
this case it is sufficient to estimate the target speed by considering the motion of a single gene. Then, provided that
vector v is known, all the other motion laws can be calculated. In general, if v was unknown, or if each gene is
be moving independently from the others, a n-dimensional
Kalman filter should be used.
The values of the array r of Eq. (3) and (4) have been set
to 1 (ri = 1, i = 1 . . . n), and the process, measurement noise
and error variances of the Kalman filter were set respectively
to 10−5 , 1 and 1 (scalar values).

EXPERIMENTAL SETUP

=x

20

Figure 2: Comparison of the three evolution strategies: average distance from the optimum during the run (first 100 generations, n=10, λ=10,
speed=0.025).

In order to perform an experimental assessment of the operators described above, we have applied them to a function
known as the dynamic sphere model, used by several authors
([3], [4] amongst others) in order to analyze their strategies.

x

0.1

0.04

Vector s, initially set to 0, accumulates information on
the search process, and is referred to as the search path or
accumulated progress vector. The cumulation parameter c
determines the length of the memory of the accumulation
process, and D is a damping constant. Following recommendations from the literature, the cumulation parameter
c and
constant D were set in the experiments to
√
√ damping
1/ n and n, respectively.

∗(t)

0.12

0.06

2. Update the mutation strength according to
«
„
||s||2 − n
.
σ ← σ · exp
2Dn

∗(t+1)

0.14

0.08

s ← (1 − c)s + µc(2 − c)hzi;

5.

Kmut-N
Kmut-P
CSLA

6.

EXPERIMENTAL RESULTS

Three series of tests have been performed, for a dimension
of the space (chromosome length) of n = 10, n = 50 and n =
100 and a constant δ ∈ {0.005, 0.01, 0.025, 0.05, 0.1, 0.15, 0.2}.
The three series involved a value of λ of 10 and each run
terminated after 500 generations. For each parameters setting, one hundred independent runs of the (1, λ)-Kmut-N
(1, λ)-Kmut-P and (1/1, λ)-CSLA strategies have been performed. In each run, the initial individual was generated
in the neighborhood of the initial position of the target x∗ ,
and both the target and v vectors were generated randomly
with the genes in the domain [0, 1]. Note that this domain only refers to initial values. During the run the genes
could reach higher or smaller values. For instance, supposing
n = 10, vi = 1/n, i = 1 . . . n, δ = 0.1, an increment of δ · vi
for 500 steps means that the final value of each element of
∗(0)
x∗ would
= 0, x∗(500)
√ be incremented of 5. Assuming x
2
will be 5 · n = 15.8 units far from its initial position.

(5)

n

where vector v ∈ IR has unit length and represents the
direction of the movement, and δ is a constant scalar and
referred to as the target speed. In Equation (5) the vector v
is independent of time, i.e. is constant throughout the run.
Then, such model is a linear (first-order) motion model. In
general, v can be changing in time.

The Evolutionary Algorithm
The algorithm we used to test the proposed mutation operators is a (1,λ) evolution strategy. Such choice is motivated
by the nature of the problem, which is continuous and realvalued, and by the fact that since the optimum moves we
do not want to include the original individual in the future
generation as it is likely to become sub-optimal. Moreover,
it would need to be re-evaluated as the fitness landscape has
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Figure 3: Comparison of the different strategies:
average distance from the optimum (n=10, λ=10).
The values on the x axis have been slightly shifted
to avoid overlapping of standard deviation bars.

Figure 4: Comparison of the different strategies:
average distance from the optimum (n=50, λ=10).
The values on the x axis have been slightly shifted
to avoid overlapping of standard deviation bars.
4.5

The three evolution strategies have been compared using
the average distance of the best individual from the optimum, an index similar to the offline performance fof f line
proposed in [13] for dynamic environments. In our case the
average is computed using the total number of generations,
while fof f line is computed using the total number of evaluations. Since at each generation a constant number of individuals is generated and evaluated, the two indexes are
qualitatively equivalent.
Figure 2 shows an example of the evolution of the three
different strategies. Note how in the beginning of the run
the Kmut operators have poor performances, due to the fact
that the prediction mechanism has not refined sufficiently.
After approximately 50 generations the predictions start to
be accurate, and the Kmut operators have better performances. In all the three strategies, after a transient period,
needed by the respective mechanisms to adapt, the optimum value of the evolution strategy tends to stabilize to a
constant value.
Figure 3 shows the comparison of the three strategies
w.r.t. speed for the test n = 10, λ = 10 (all values are
average over 100 runs). For low speeds, the strategy adopting the CSLA operator outperforms the ones adopting the
Kmut operators, while for higher speeds the Kmut operators appear to behave better than the CSLA. However, the
CSLA-based strategy has better performance as far as standard deviation is concerned. Figure 4 shows the comparison
of the four variants w.r.t. speed for the test n = 50, λ = 10.
Again, for the lowest speeds the strategy adopting the CSLA
operator outperforms the ones adopting the Kmut operators, while Kmut-based strategies have better performances
at high speeds. Figure 5 shows similar results for the case
n = 100. Figures 4 and 5 also show that increasing space dimensionality appears to affect more the CSLA-based strategy that the Kmut-based ones, both in terms of average
distance from the optimum and standard deviation.
Table 1 reports on the running time of the algorithms.
Note how the running time only depends of n and λ. At

4

Average distance

3.5

Kmut-N
Kmut-P
CSLA

3
2.5
2
1.5
1
0.5
0
0.025 0.05

0.1

0.15

0.2

Speed

Figure 5: Comparison of the different strategies: average distance from the optimum (n=100, λ=10).
The values on the x axis have been slightly shifted
to avoid overlapping of standard deviation bars.
Table 1: Average running time (seconds) for a run
of 500 generations, λ = 10.
n
Kmut-N Kmut-P CSLA
10
0.04
0.04
0.01
50
0.07
0.07
0.03
100
0.11
0.11
0.07

each generation a constant number of individual is generated, and the adaptation mechanisms need a computational
effort that is independent from the speed δ. Hence, the computational cost is independent form speed. Table 1 shows
that the CSLA-based strategy has better performances as
far as running time is concerned, due to the fact that its
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0.7

initial parameters (noise covariance). Future work will be
aimed at computing such parameters on-line on the basis of
the actual behavior of the algorithm.
The focus of this work was on tracking, focusing the search
around a region containing the estimated future position of
the optimum. However, concentrating the search around
the current optimum in a dynamic environment could let
the algorithm miss important changes in different regions of
the search space. Coupling predictions with some diversitycontrol technique can be a promising strategy for taking advantage of the improved exploitation capabilities provided
by the predictor, while maintaining a suitable degree diversity needed for exploration.
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Figure 6: Evolution of a gene during the first 100
generations (Kmut-P strategy, speed=0.025, n=100,
λ = 10).
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adaptation mechanism has a lower computational complexity than the Kalman filter.
Finally, Figure 6 depicts a detail of the evolution of a gene
using the Kmut-P strategy, showing the real value, the corresponding gene of the current best individual and the value
predicted by the Kalman filter. The best solution evolves
in steps (each step a good mutation) keeping up with the
real moving value, while the predicted value moves smoothly
and, after refining, (fifty generations approximately) very
close to the real value.
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